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= <210> 1 
<211> 1014 
<212> DNA 
<213> Homo sapiens 












<400> 1 
atgaatgagc 


cactagacta 


tttagcaaat 


gcttctgatt 


tccccgatta 


tgcagctgct 




tttggaaatt 


gcactgatga 


aaacatccca 


ctcaagatgc 


actacctccc 


tgttatttat 


120 


ggcattatct 


tcctcgtggg 


atttccaggc 


aatgcagtag 


tgatatccac 


ttacattttc 


180 


aaaatgagac 


cttggaagag 


cagcaccatc 


attatgctga 


acctggcctg 


cacagatctg 


240 


ctgtatctga 


ccagcctccc 


cttcctgatt 


cactactatg 


ccagtggcga 


aaactggatc 


300 


tttggagatt 


tcatgtgtaa 


gtttatccgc 


ttcagcttcc 


atttcaacct 


gtatagcagc 


360 


atcctcttcc 


tcacctgttt 


cagcatcttc 


cgctactgtg 


tgatcattca 


cccaatgagc 


420 


tgcttttcca 


ttcacaaaac 


tcgatgtgca 


gttgtagcct 


gtgctgtggt 


gtggatcatt 


480 


tcactggtag 


ctgtcattcc 


gatgaccttc 


ttgatcacat 


caaccaacag 


gaccaacaga 


540 


tcagcctgtc 


tcgacctcac 


cagttcggat 


gaactcaata 


ctattaagtg 


gtacaaccta 


600 


attttgactg 


caactacttt 


ctgcctcccc 


ttggtgatag 


tgacactttg 


ctataccacg 


660 


attatccaca 


ctctgaccca 


tggactgcaa 


actgacagct 


gccttaagca 


gaaagcacga 


720 


aggctaacca 


ttctgctact 


ccttgcattt 


tacgtatgtt 


ttttaccctt 


ccatatcttg 


780 


agggtcattc 


ggatcgaa'tc 


tcgcctgctt 


tcaatcagtt 
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gttccattga 


gaatcagatc 


840 
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catgaagctt acatcgtttc tagaccatta gctgctctga acacctttgg taacctgtt 
ctatatgtgg tggtcagcga caactttcag caggctgtct gctcaacagt gagatgcaa 
gtaagcggga accttgagca agcaaagaaa attagttact caaacaaccc ttga 



<210> 2 

<211> 337 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asn Glu Pro Leu Asp Tyr Leu Ala Asn Ala Ser Asp Phe Pro Asp 
Ul 5 10 15 

13 

-Tyr Ala Ala Ala Phe Gly Asn Cys Thr Asp Glu Asn lie Pro Leu Lys 
: . 20 25 30 

5 = 1 

' Met His Tyr Leu Pro Val lie Tyr Gly lie He Phe Leu Val Gly Phe 

Jl 35 40 45 

— Pro Gly Asn Ala Val Val He Ser Thr Tyr He Phe Lys Met Arg Pro 
50 55 - 60 

ft) Trp Lys Ser Ser Thr He He Met Leu Asn Leu Ala Cys Thr Asp Leu 
H= 65 70 75 80 

03 

O Leu Tyr Leu Thr Ser Leu Pro Phe Leu He His Tyr Tyr Ala Ser Gly 
U 85 90 95 

Glu Asn Trp He Phe Gly Asp Phe Met Cys Lys Phe He Arg Phe Ser 
100 105 110 

Phe His Phe Asn Leu Tyr Ser Ser He Leu Phe Leu Thr Cys Phe Ser 
115 120 125 

He Phe Arg Tyr Cys Val He He His Pro Met Ser Cys Phe Ser He 
130 135 140 

His Lys Thr Arg Cys Ala Val Val Ala Cys Ala Val Val Trp He He 
145 150 155 160 

Ser Leu Val Ala Val lie Pro Met Thr Phe Leu He Thr Ser Thr Asn 
165 170 175 

Arg Thr Asn Arg Ser Ala Cys Leu Asp Leu Thr Ser Ser Asp Glu Leu 
180 185 190 

Asn Thr He Lys Trp Tyr Asn Leu lie Leu Thr Ala Thr Thr Phe Cys 
195 i 200 205 
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Leu Pro Leu Val lie Val Thr Leu Cys Tyr Thr Thr lie lie His Thr 
210 215 220 

Leu Thr His Gly Leu Gin Thr Asp Ser Cys Leu Lys Gin Lys Ala Arg 
225 230 235 ' 240 

Arg Leu Thr lie Leu Leu Leu Leu Ala Phe Tyr Val Cys Phe Leu Pro 
245 250 255 

Phe His lie Leu Arg Val lie Arg lie Glu Ser Arg Leu Leu Ser lie 
260 265 270 

Ser Cys Ser lie Glu Asn Gin lie His Glu Ala Tyr lie Val Ser Arg 
275 280 285 

Pro Leu Ala Ala Leu Asn Thr Phe Gly Asn Leu Leu Leu Tyr Val Val 
290 295 " 300 

ll'bl Ser Asp Asn Phe Gin Gin Ala Val Cys Ser Thr Val Arg Cys Lys 
£3155 310 315 320 

m 

iVal Ser Gly Asn Leu Glu Gin Ala Lys Lys lie Ser Tyr Ser Asn Asn 

CI 325 330 335 



S210> 3 

^211> 33 

><212> DNA 

0s213> Homo sapiens 

a 

H400> 3 

accatgaatg agccactaga ctatttagca aat 



<210> 4 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 4 

tcaagggttg tttgagtaac taattttctt 30 
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